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HIRHISED total RNA ZZLFE L7~ RNase RME RNA ICIZ. FRISH/-A > Fa s RNABNEGEN
HEETTIERLS ., F1oXY UHEBO RO RNA NERICHEAET D Z LR STz,

WRFERCR OB (330 -

Lariat intron is a by—product generated by pre-mRNA splicing. In this study, I
investigated a possibility that an ends—connecting intron could be produced 7n vivo. The
results suggested that the ends—connecting introns were widely detected. There was likely
to be no tissue dependence or intron dependence. Besides, it was suggested that RNase
R-resistant RNA contained not only intron RNAs, but also many unknown RNAs located in
the first exon regions.
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