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Investigation into novel splicing targets of Nucleophosmin

Suzuki, Hitoshi

3,200,000

NPM( )
T199 NPM
NPM
NPM total RNA RT-PCR

NPM

NPM (Nucleophosmin) is a multifunctional protein, such as a regulator of the
centrosome duplication. It was reported that the phospho-Thr(199) NPM departed the centrosome and
localized into the nuclear speckle. Also, this protein had a repressive activity of the pre-mRNA splicing
in vitro. However, the regulation of alternative splicing by NPM was unclear. Using total RNAs of the
cells over-expressing T199D-NPM (that imitates functionalities of phospho-Thr(199) NPM), we carried out
the Exon Array analysis to identify splicing targets of NPM. Unfortunately, the validation by the RT-PCR
suggested that most extracted exons were not actual target exons of NPM. Nevertheless, several
alternative exons including the splicing events of a cell cycle-related G-protein and a leukemia-related
transcription factor were obtained as potential targets of NPM. These may play critical roles in the
alternative splicing by NPM.
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